
 36 

  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Subgroup A2: Reilly-McGovern Cluster 
  

Charts 15 & 16 below shows the names and origins for the members of this 
cluster, except for the Faughnans, who are placed with the A2 Various Lineages 
for economy of space.  Of those in the BCP, most of the Reillys, all of the 
Faughnans and about half of the McGoverns here trace their lineages back to 
Breifne. 
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Chart 15 
Subgroup A2 

Reilly – McGovern Cluster, Part 1 
Names & Origins 
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Chart 16 
Subgroup A2 

Reilly – McGovern Cluster, Part 2 
Names & Origins 

 
 
The following charts, Charts 17 & 18, show all the coding for the participants 

belonging to this cluster, including indications of known family groups. 
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Chart 17 
Subroup A1 

Reilly – McGovern Cluster, Part 1 
Coding 
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Chart 18 
Subroup A1 

Reilly – McGovern Cluster, Part 2 
Coding 

 
 
Below, in Charts 19 & 20, are the results and patterns for the members of 

this cluster, again except for the Faughnans, who are placed with the A2 Various 
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Lineages for economy of space. 
   

 
  

Chart 19 
Subgroup A2 

Reilly – McGovern Cluster, Part 1 
Results & Patterns 
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Chart 20 
Subgroup A2 

Reilly – McGovern Cluster, Part 2 
Results & Patterns 
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Subgroup A2 is a collection of R1b-M222 participants of various surnames 

who share a non-R1b-M222 and non-SWAMH value of ten for DYS 391 (Marker 
4) that is consistent across all the Reillys, the McGoverns, the Faughnans and 
the McKienans, with three exceptions out of 24 participants.  The exceptions are 
two McGoverns and a Reilly.  The Reillys, the McGoverns, the Faughnans and 
the McKiernans are each represented by three or more participants.  A Donohue 
and a McTiernan who each show this value have been placed here with the three 
McKiernans due to the close resemblance in profiles.  The DYS 391 column is 
colored yellow for this subgroup. 

 
The haplotype profiles of the Breifne Clans Project (BCP) Reilly and 

McGovern participants have been augmented by the profiles of 15 Reillys/Rileys 
from the Riley Surname Project18/ Riley Freepages (RlySP)19 and of two 
McGoverns from the McGovern DNA Website (McGDW).20 

  
The additional data here continues to support what was noted in previous 

reports, that the overall aspect of their profiles suggests that these Reillys, 
McGoverns, Faughnans, McKiernans and the others descend from a common 
male-line ancestor who belonged to Haplogroup R1b-M222, had a value of ten 
for DYS 391, lived in the few centuries before the earliest of the eponymous 
ancestors of these clans, and was not the ancestor of the Donohoes, 
McTiernans, Clancys, O’Conors or representatives of other surnames in 
Subgroup A1.  A characteristic deviant value for only a single marker is a 
somewhat weak basis on which to construct a subgroup, though, so as further 
data becomes available the arrangement here may have to be modified. 

 
With the additional Reilly/Riley R1b-M222 haplotype profiles from the RlySP, 

it is now clear that there are at least two Reilly lines, related but distinct.  This has 
allowed the construction of a second line modal.  The McGoverns continue to fall 
into two distinct lines with two McGoverns remaining unassigned. 

  
Chart 21 below shows the links among the participants in Subgroup A2, who 

each fall into one of four surname lines or into the grouping of the two 
unassigned McGoverns.  The additional Reilly and McGovern particpants 
included in the haplotype profiles above are not included here.  The Reilly line 
and the two principal McGovern lines each show weak links with all of the other 
lines.  The Faughnan line shows moderate as well as weak links with the 
McGovern Sm-A2a line and no links with the McKiernan line, and the two 
unassigned McGoverns show no links with the Faughnan line or with the 
McGovern Sm-A2a line. 

  
The two McGovern lines are now showing more extensive and stronger 

inter-line linkages. 
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Chart 21 
Subroup A2, 37-Marker Level 
O’Reilly-McGovern Cluster 

Generations to MRCA at 99% Probability 
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Subgroup A2: Various Lineages 
  

 Chart 22 below shows the names and origins for the members of Subgroup 
A2 who have not yet been assigned to a cluster, plus the Faughnans.  Only 
about a quarter of these lineages can be traced back to Breifne. 

  

  
 

Chart 22 
Subgroup A2 

Various Lineages 
Names & Origins 

  
The coding for these unclustered members of Subgroup A2 can be seen in 

Chart 23 below. 
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Chart 23 
Subgroup A2 

Various Lineages 
Coding 

 
The results and patterns for the unclustered members of Subgroup A2, plus 

the Faughnans, can be seen in Charts 24a & 24b below. 
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Chart 24a 
Subgroup A2 

Various Lineages, Part 1 
Results & Patterns 
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Chart 24b 
Subgroup A2 

Various Lineages, Part 2 
Results & Patterns 

  
  
 Charts 25 & 26 below show the links found among the participants 

belonging to Subgroups A1 & A2 who have not been assigned to a cluster. 
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Chart 25 
Subroup A2, 37-Marker Level 

Various Lineages, Part 1 
Generations to MRCA at 99% Probability 
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Chart 26 
Subroups A1 & A2, 37-Marker Level 

Various Lineages, Part 2 
 Generations to MRCA at 99% Probability  
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As noted in the last report, among these surnames there is none sufficiently 

numerous to form a “core” for a cluster.  A possible cluster appears in the upper 
left quadrant with the Clancy-Golden-Coyne-Curry surnames.  The Coyne 
participant has a profile identical to one of the Goldens at this level, and they are 
only a Genetic Distance = 1 away from the NWIMH at the 37-marker level, so it 
may be difficult to develop a distinctive cluster profile here. 

 
With the augmentation of one Clarke from the Clarke Surname Project21 and 

two Clarkes from Ysearch22, it has been possible to construct a 37-marker Clarke 
line modal haplotype to add to the 37-marker McKiernan line modal haplotype 
here. 

 
At the 37-marker level the overall Subgroup A1 modal haplotype is identical 

to the NWIMH, while the overall Subgroup A2 modal haplotype is off at only one 
marker, with a value of 10 instead of the standard 11 at DYS 391. 

 
  
  
  

Group A: 67-Marker Level 
  

Upgrading to the 67-marker level has been completed by 32 of the 
participants (including on Reilly and one Clarke from other projects), representing 
27 independent lineages, 16 lines and 13 surnames.  Their results for the 
additional 30 markers are given in Charts 27, 28 & 29 below. 
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 Chart 27 
Group A 

All Lineages, Part 1 
 Results, Markers 38-67  
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  Chart 28 
Group A 

All Lineages, Part 2 
 Results, Markers 38-67  
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Chart 29 
Group A 

All Lineages, Part 3 
 Results, Markers 38-67  

 
 There is now sufficient data to construct 67-marker line modals for Donohoe 

Lines Dnc-A1b and Dnc-A1c, and for Reilly Line Rgl-A2a.  Two of these lines, 
Dnc-A1b and Rgl-A2a, each show a distinctive value, deviating from the NWIMH, 
for one of the markers, different in each case, in the Marker 38-67 interval. 

  



 55 

  
Group A: General Points 

  
  
There are 77 participants at the 37-marker level or higher in the BCP 

belonging to Group A, representing 71 independent lineages, 36 lines and 27 
surnames. 31 of these, representing 24 independent lineages, 16 lines and 12 
surnames, have received the full results for the ‘Deep Clade’ test.  All belong to 
Haplogroup R1b-M222.  It can be predicted from their profiles that participants 
who match at least seven of the first nine distinctive R1b-M222MH values belong 
to this haplogroup. 

  
One surprise is the representation in this group of the Clancys.  Unlike the 

other clans here, who have names associated with the Ui Briuin or the related Ui 
Fiachrach, the Clancys by tradition are the principal clan of the not-so-numerous 
Dartraige, descendants of Ith23, and so of a completely different ancestry.  They 
would be expected to be totally unrelated within the scope of this project to the 
other clans in this group.  This remains a mystery. 

 
Another surprise is that the O’Rourkes are not represented here other than 

by a lone member of the 12 of the name participating in the BCP at the 37-
marker or higher level.  They were the medieval kings of all Breifne for centuries 
and by tradition belong to the Ui Briuin by descent.  See Group B. 

  
An impression of the network of weak (and a few moderate) links connecting 

members of different clusters and subgroups in Group A is conveyed by Chart 2.  
At this point all of the R1b-M222 participants at the 37-marker or higher level 
have at least one link with another, although in two or three cases it is only a 
single link at the weakest level allowed here (50 generations).  As this web is 
generated by estimates based on a 99% probability of a common male-line 
ancestor within 50 generations for the pairs being compared, there is a 
suggestion that the common male-line ancestor for everyone in Group A (i.e., all 
the participants in the BCP who belong to Haplogroup R1b-M222) existed not too 
long before the period about 50 generations ago.  50 generations would probably 
take us back to sometime in the sixth century. This would indicate that the M222 
mutation is a relatively youthful SNP which arose about that time, and that a man 
of about that time, or a few closely related men not much later, who carried the 
mutation moved into the Breifne region.  This would be demonstrated if an array 
of haplotypes closely resembling the NWIMH, but negative for M222, were 
discovered.  Other possible explanations also exist, of course.  M222 may in fact 
be a more ancient mutation but the other representation of it has died out or has 
not yet been sampled or identified. 

  
According to the traditional accounts, the bulk of the surnames represented 

in this group correspond with the names of clans descended from King Brion of 
Connacht, half-brother of High King Niall of the Nine Hostages.  Brion and Niall 
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(as well as Fiachra, traditional ancestor of the Ui Fiachrach) were sons of High 
King Eochu Mugmedon, who himself was of the royal lineage of the Connachta, 
descendants of Conn of the Hundred Battles.  The McEvoy thesis project2 and 
the survey done by Wilson15 have shown that many Ui Neill clans, traditionally 
descended from the above Niall, also belong to Haplogroup R1b-M222.  High 
King Eochu Mugmedon is said to have reigned from 358 to 36524, so the data so 
far gathered could be accounted for if he carried the M222 mutation and that 
mutation originated in his immediate paternal ancestors.  If a number of clans 
traditionally descending from other lineages are found who also belong to 
Haplogroup R1b-M222, such as perhaps the Clancys, then that would suggest 
that the mutation is significantly older. 

  
  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
 

 


